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ASFA: Aquatic Sciences and Fisheries Abstracts

Intraspecific mitochondrial DNA variation in Mediterranean sea samples of
two perciformes species

Rorberti, M; Cantators, P; Curatolo, A; de Metric, G; Levi, U; Ludovico, A; Megatofonou, ©; Milelle, F;
Gadaleta, MN

Departimento di Biochimica e Bioogia Moleculare, Universita di Bari ltaly

4th International Marine Biotechnology conference - Abstracts. p. 275, 1097,
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A genetic characterization of stocks is very important for the correct management of fish resources. This goal
could be reached by means of the analysis of mitochondrial DNA. Direct sequencing of the cytochrome b gene
has been demonstrated to be a sensitive methad for determining intraspecific differences in some fish species.
In our study we utilized samples of two species of Perciformes, Sarda sarda and Thunnus thynnus.
Cytochrome b gene regions were amplified by using universal or specific primers and the amplified DNA was
subjected to cycle sequencing. We have analyzed three samples of Sarda sarda coming respectively from the
lorian Sea, from the Aegean Sea and from the Marmara Sea. We determinad the DNA sequence of a 300
nucleotides portion of the cyctochrome b gene in 84 individuals. 13 nuclectide positions in this region were
found to vary: the variable sites define 7 distinct genotypes. These genotypes differ from one another ata
maximum of 10 positions and have a different proportion in the 3 individual samples. We observed a much
greater differentiation between the lonian and the Aegean sample with respect to that from the Marmara Sea
than between the lonian and the Aegean samples. Concerning Thunnus thynnus we analyzed 26 individuals,
12 of which coming from 'flying' tunny-fishing grounds of the Southern Tyrrhenian Sea and 14 from the 'fixed'
ones, located at San Cusumano and Favignana. By determining the nucleotide sequence of about 500 hase
pairs of the cytochrome b gene it was possible to show the almost complete homogeneity of the samples. in
fact among the 2685 analyzed individuals only a C to T transiticn at position 738 (according to the numbering of
the human gene} has been reported in two individuals belonging to the two different samples. This very limited
polymorphism in Thunpus thynnus raised inferesting questlons about the origin of the Mediterranean
population that might have originated in recent years or might have exhibited a 'bottle neck' evolutionary
process.

Stazione Zoologica 'Anton Dohrr', Naples (Italy)

4. International Marine Biotechnology Conference, Pugnochiuso (ltaly), 22-29 Sep 1997
Physical medium: Printed matter; Summary only

Arli Grafiche Solimene Srl, Naples (italy)

English

1997

http://uk1.csa.com/ids70/view_record. php?id=2&recnum=30&SID=ccugvmva8nlr52fami7r7tsap3&mar... 15/10/2006




